. Distribution map of methylation states of the rest of the genes (A-AU). The horizontal axis represents the methylation level, the vertical axis represents the number of samples, the histogram represents the methylation states in the tumor group, and the curve represents the methylation distribution trend of the tumor group. The black line at the top represents the methylation state in the non-tumor group.
. Continued. Distribution map of methylation states of the rest of the genes (A-AU). The horizontal axis represents the methylation level, the vertical axis represents the number of samples, the histogram represents the methylation states in the tumor group, and the curve represents the methylation distribution trend of the tumor group. The black line at the top represents the methylation state in the non-tumor group. Figure S1 . Continued. Distribution map of methylation states of the rest of the genes (A-AU). The horizontal axis represents the methylation level, the vertical axis represents the number of samples, the histogram represents the methylation states in the tumor group, and the curve represents the methylation distribution trend of the tumor group. The black line at the top represents the methylation state in the non-tumor group. Figure S1 . Continued. Distribution map of methylation states of the rest of the genes (A-AU). The horizontal axis represents the methylation level, the vertical axis represents the number of samples, the histogram represents the methylation states in the tumor group, and the curve represents the methylation distribution trend of the tumor group. The black line at the top represents the methylation state in the non-tumor group.
